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Screening of proteins interacting with hepatitis C virus core protein from T7-phage
display library
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Abstract: Objective To screen and identify proteins that interact with the hepatitis C virus core prolein
by means of T7-phage display system. Methods The hepatitis C virus core protein was expressed by prokary-
olic expression and used as selected molecule to biopan the T7 human liver cDNA library. The selected positive
clones were identified by DNA sequence and analyzed with BLAST program in GenBank. Results  After
BLAST in all positive clones, one protein--Smad interacting protein 1 (SIP1) was found to interact with the
hepatitis C virus core protein. Conclusion T7-phage display system is a convenient, rapid and effective meth-
od for screening interacting proleins.
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